ROS1

ROS1-SP1300-R AGTCACTAGTGGCGAGGTTAGCTTGTTGTCCCT
EPF2-F2 CTCAGTCGCCGAATCATGTA
Real-time PCR ATGCGATCTTTCGCTTGGTGGT   IGN22-F  CGGGTCCTTGGACTCCTGAT  IGN22-R  TCGTGACCGGAATAATTAAATGG  P2-F  CTAAAGCCCATCAGAGAAACC  P2-R  GCTTTGATTGTTTTAACCGGTG  P6-F  GGCTTCGATAGGAAGAATGCCC  P6-R  GTGAAACTGCCAGATCCAAATTC  P9-F  CCGTTTCTGGGTAGGTCGGC  P9-R  CCAATTCTTGACTGGAGTGGAC  NP-F  GTTCAATGAATAAGAATCACTGAG After nuclear-cytoplasmic fractionation, MET18-3Flag fusion protein was detected using the anti-Flag antibody. HSP90 and histone H3 were used as markers for cytoplasmic proteins and nuclear proteins, respectively. T: total proteins, C: cytoplasmic proteins, N: nuclear proteins. N fraction loading is 8-fold than T and C fraction loading. An unknown sulfur compound is transferred from mitochondria to the cytoplasm, followed by Iron-Sulfur cluster assembly on the CIA complex. MET18 interacts with ROS1 and helps transferring the Iron-Sulfur cluster to ROS1, which gets transported into the nucleus to accomplish active DNA demethylation process. MET18 can also affect the RdDM pathway via an unknown mechanism. 
EPF2-R2 CGCCAGCCAAAACTGATATT
AT5G38550-F GCATATTATCGCCCGATTCC
AT5G38550-R CAGATGAAAGGGTCTTGTTGC
AT5G38540-F AATCTGTTGACGCTTACTAC
AT5G38540-R CAATGATCTTCTTTCCTTTG
AT1TE32945-F TGGTGGACGGATGGTAGAGT
AT1TE32945-R AAGCAGCGGCAGGAAGATTT
AT2TE07775-F AAATTCCCAAAACAACACGA
AT2TE07775-R GCATAATACCCGAACCCTAA
AT3TE69105-F GCGTGAGGAAGGTGAAAATA
AT3TE69105-R AAGCCATGGAGTGCATAAGA
ROS1-F AAGGACCAACTTGTTGCGAC
ROS1-R AGGACTCTATTAGCACTGAGC
LUC-F AAGCGAAGGTTGTGGATCTGGA
LUC-R TCAATCAAGGCGTTGGTCGCTT
NPTII-F ACCTTGCTCCTGCCGAGAAAGTAT
NPTII-R
